S LAVAL Phage HER 192

HER number
192

Identification

Name Morphotype Other designations

192 B1 (Siphophage)

Taxonomy

Realm Kingdom Phylum Class
Duplodnaviria Heunggongvirae Uroviricota Caudoviricetes
Order Family Genus Species
Images

Electron Micrograph Image description

Image Magnification: 297,000X

Bar: 50 nm
Staining: UA
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https://www.phage.ulaval.ca/taxonomy/term/1041

Characteristics Genomic sequence

Deactivated
Plaques: 1 mm, clear with halo.

Genome of 63.8 kb.

Occurs in temperate (LP52) and lytic (LP52c)

forms.

Restriction map is identical with that of phage

LP51.

Genomic DNA shows 50% cross-hybridization
with the DNA of phage c.

Propagation conditions

Bacterial hosts
1190
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